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  Bioinformatics

Data Mining and Modeling
3:45 Data Mining & Synthetic Biology: A Tool for Knowledge Discovery
Merridee Wouters, Ph.D., Group Leader, Structural & 
Computational Biology, Victor Chang Cardiac Research Institute
As a relatively new field, bioinformatics is still in the process of defining itself 
and demonstrating its usefulness to biological and medical research. The 
large amount of publicly available data is a rich source of biological systems 
knowledge which is currently underutilized. Effective data mining programs 
can maximize the potential of acquired data and are a cost effective solution 
for knowledge discovery. Learn the importance of data mining and its 
relationship to other areas of bioinformatics.

4:15 A Data Warehouse for Translational Research
Hai Hu, Ph.D., Deputy CSO, Senior Director, Biomedical 
Informatics, Windber Research Institute
We have developed an extensible data warehouse, the Data Warehouse for 
Translational Research (DW4TR), based on a novel patient-centric modularly-
structured clinical data model and a specimen-centric molecular data 
model. Learn how we conceived and developed the model, how temporal 
relationships are modeled and incorporated, how the DW4TR is used as 
a research environment for clinicopathologic risk factor analysis and for 
virtual experiments, and  how the DW4TR can be used as the basis for the 
development of a physician decision-support system.

4:45 Sponsored Presentation (Opportunity Available)    
5:15 Best of Show Awards in the Exhibit Hall

6:15 Exhibit Hall Closes

6:30 – 10:00  Best Practices Awards Reception & Dinner 

THURSDAY, APRIL 14
8:45 am Event Chairperson’s Opening Remarks
Kevin Davies, Ph.D., Editor-in-Chief, Bio-IT World

8:50 KEYNOTE PANEL: 
Keynote Introduction 
A special plenary session featuring a series of succinct, 
forward-looking presentations by:
Ken Buetow, Ph.D., Associate Director, Bioinformatics and 
Information Technology, National Cancer Institute
Debra Goldfarb, Senior Director, Strategy, Microsoft
Martin D. Leach, Ph.D., Executive Director, MRL IT for 
Discovery & Pre-Clinical Sciences, Merck & Co. 
Mark Boguski, M.D., Ph.D., Founder, Resounding Health Incorporated
Jamie Heywood, Co-founder and Chairman, PatientsLikeMe
Yury Rozenman, Global Head of Marketing, Pharmaceutical 
and Life Sciences Sector, BT Global Services

Sponsored by

10:30  Coffee Break in the Exhibit Hall with Poster Competition

Data Modeling & Computational  
Integrative Tools

10:55 Chairperson’s Remarks

11:00 Affordable Departmental Supercomputer Facilitates the 
Conformational Modeling and Simulation of Protein Dynamics
Nurit Haspel, Ph.D., Assistant Professor, Computer Science, 
University of Massachusetts, Boston
Through academic and industry research collaborations, we have developed a 
computational, theoretical and experimental framework to rationally design nano- and 
micro-structures made of amphiphilic hybrid materials which combine peptides used 
in the formation of amyloids with polyesters. This work was made possible through 
the use of a NAMD molecular dynamics software installed on a supercomputer. This 
presentation will describe our work and how the supercomputer helps us to perform 
research more efficiently than any other locally or nationally available resource.

11:30 Using Public Molecular Measurements to Drive Discovery 
of Biomarkers and Therapeutics 
Atul Butte, M.D., Ph.D., Assistant Professor, Stanford University
The measurement of most molecular states is now a commoditized service on 
well established platforms.  Funding agency and journal mandates have led to the 
deposition of billions of data elements into international repositories, while the 
lay public and press have demanded more clinical translation from these data.  
This presentation will describe how computational integrative tools can be used 
to convert more than 15 billion points of molecular, clinical, and epidemiological 
data measured by researchers and clinicians over the past decade into novel 
diagnostics, therapeutics, and insights into disease.  The presentation will end 
with six important lessons learned from using public molecular measurements. 

12:00 pm Sponsored Presentation (Opportunity Available)

12:30 Luncheon in the Exhibit Hall and Poster Viewing

2:00 Exhibit Hall Closes

Bioinformatics in the Cloud:  
An Affordable Alternative

1:55  Chairperson’s Remarks

2:00 Bioinformatics in the Cloud
Giles Day, Managing Director, Distributed Bio, LLC
This talk will describe how to implement a complete sequence annotation 
pipeline on Amazon, including maintaing databases, using queuing systems 
and interacting with relational databases.

2:30 Translational Bioinformatics: A Multidisciplinary Approach to 
Biomedical Research
Yate-Ching Yuan, Ph.D., Director, Bioinformatics Core Facility, 
Molecular Medicine, Beckman Research Institute, City of Hope
This presentation will describe our use of cloud computing to help streamline 
our data analysis pipelines. We have been able to provide cost-effective 
translational bioinformatics platforms using an integrated cyber-infrastructure 
to support high-throughput data analysis, management, and integration 
in order to advance research on predictive, preventive, personalized and 
participatory medicine.

3:00 Bioinformatics on Cloud Cyberinfrastructure
Geoffrey Fox, Ph.D., Professor, Informatics and Computing; 
Director, Community Grids Laboratory, School of Informatics and 
Computing, Indiana University, Bloomington 
Clouds offer computing on demand plus important platforms capabilities 
including MapReduce and Data Parallel File systems. This talk will look at 
public and private clouds for large scale sequence processing characterizing 
performance and usability, as well as FutureGrid, an NSF facility supporting 
such studies.

3:30  The Atlas Cloud Computing Infrastructure for Organizing 
and Querying Multiomics Data (Joint with Tracks 1-5) 
Misha Kapushesky, Ph.D., Functional Genomics Team Leader, 
EBI, Cambridge UK
The Expression Atlas is a cloud computing based distributed infrastructure 
for organizing and querying multiomics data. Built upon the open-source 
Expression Atlas project at the EBI in partnership with the pharmaceutical 
industry, the Atlas provides a scalable solution that can be easily deployed 
on in-house servers or accessed remotely in the cloud. Learn how the Atlas 
deals with secure processing and combined analysis and integration of public/
private transcriptomic and proteomic data, with an emphasis on our novel 
pipeline for next-generation sequencing data processing and reporting.

4:00 Conference Adjourns

Track 4 explores bioinformatics and cancer, next-gen sequencing and novel bioinformatics and data integration approaches, data modeling and computational 
integrative tools, and bioinformatics in the cloud.  
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  Next-Generation Sequencing InformaticsTrack 5

TUESDAY, APRIL 12
7:00 am Workshop Registration and Morning Coffee

8:00 - 4:00 pm Pre-Conference Workshops*
Recommended workshop: (W13) Next-Generation Sequencing: 
from Data to Discovery 

*Separate Registration Required. See page 3 for details.

2:00 - 6:00 Main Conference Registration

4:00 Event Chairperson’s Opening Remarks
Cindy Crowninshield, Conference Director, Cambridge Healthtech 
Institute

4:05 Keynote Introduction	  Sponsored by
Chris Blessington, Life Sciences Solutions Architect, Isilon

4:15   Making the World’s Knowledge Computable
Stephen Wolfram, Ph.D., CEO, Wolfram Research; Creator of 
Wolfram|Alpha

Plenary
Keynote

5:00 Welcome Reception in the Exhibit Hall and Poster Viewing
**Drop off a business card at the CHI Sales booth for a chance to  
    win 1 of 2 iPod®s!
**Apple® is not a sponsor or participant in the program. 

WEDNESDAY, APRIL 13
7:00 am Registration and Morning Coffee

8:15 Event Chairperson’s Opening Remarks
Phillips Kuhl, Co-Founder and President, Cambridge Healthtech 
Institute

8:20  Interacting with Complex Information Landscapes: 
Integration and Next Generation User Interfaces
Bryn Roberts, Ph.D., Global Head, Informatics, Pharma 
Research and Early Development, F. Hoffmann-La Roche Ltd.

Plenary
Keynote

9:00 Keynote Presentation & Benjamin Franklin Award

9:30 Coffee Break in the Exhibit Hall and Poster Viewing

Data Mining, Analysis and Flow
10:50 Chairperson’s Remarks

11:00 From Data to Discovery: Case Studies, Lessons Learned, 
and Next Steps 
Joseph Szustakowski, Ph.D., Senior Group Head, Bioinformatics, 
Biomarker Discovery, Novartis       
This presentation will describe several case studies to highlight the 
bioinformatics challenges we face when analyzing NGS data, the 
computational infrastructure required to enable such analyses, and the 
analysis algorithms and strategies used to solve the problems at hand. From 
our early successes (and failures) we have already learned crucial lessons that 
will help to maximize the impact of future NGS projects, and to prepare for 
third generation sequencing technologies.

11:30 Extremely Fast Queuing and Sorting for Next-Gen 
Sequencing Data Flow and Data Mining    
Jochen Kumm, Ph.D., Director, Biomathematics; Head, IT, 
Stanford Genome Technology Center, Stanford University 
The Stanford Genome Technology Center is a world leading genomics facility 
bridging the gap between genomics and medical care. Our data flow and 
analysis pipelines are integrated to deliver high-throughput with simultaneous 
analysis. We see a five-fold increase in throughput and significant reduction 
in cost for IT infrastructure linking queuing theory and sorting algorithms. This 
case study discusses the next gen sequencing pipeline and illustrates the 
algorithms and software used for significant performance gain cost savings.

12:00 pm Sponsored Presentations (Opportunities Available)

12:30 Luncheon Presentation 	  
Sponsored by

 
Talk Title to be Announced

1:40 Chairperson’s Remarks

1:45 Assessing Next-Gen Data Quality in Production Analysis 
Toby Bloom, Ph.D., Director, Informatics, Genome Sequencing 
Platform, Broad Institute

2:15 Data Driven Sequence Analysis
David J. Dooling, Ph.D., Assistant Director, The Genome Center, 
Washington University, St. Louis
The massive scale of next-generation sequence data forces analysts to often 
make compromises between sensitivity and specificity, accuracy and speed, 
etc. How can an analyst be certain that they are making the right choices? This 
presentation will discuss a combined computational and laboratory framework 
that allows for unprecedented exploration of the computational variable (tools 
and their parameters) space, ensuring optimal analysis pipelines are employed 
for each data set.

2:45 How Many Indels Are You Missing?	 Sponsored by  
Highly Accurate Variant Analysis in Diagnostic 
Applications with Omixon Variant Toolkit  	   
Attila Berces, Ph.D., CEO, Omixon
This presentation shows case studies applying the Omixon Variant Toolkit, a 
highly sensitive tool to find variants and small indels. The cases range from 
pathogen strain identification to human exome study. Results are compared to 
Bowtie, BFAST, SHRiMP, and Bioscope results.

3:00 Sponsorship Presentation	 Sponsored by

Speaker to be Announced

3:15 Refreshment Break in the Exhibit Hall and 
Poster Viewing

3:45 Genome Sequencing in Support of Translational Research
Sandor Szalma, Ph.D., Head, Oncology Informatics, Oncology 
Biomarkers, Centocor R&D, Inc.
We have implemented a BioIT World award winning knowledge management 
platform - tranSMART - supporting translational research. The initial focus 
was to combine clinical, genomics and proteomics data from clinical and 
non-clinical studies. We now are extending the system to support biomarker 
discovery using genetics data - in particular SNP chips and next-generation 
sequencing. In this talk we will present how this open source system is being 
extended and initial success will be highlighted.

4:15 A Bi-Asymmetric-Laplace Model (BALM) to Analyze ChIP-seq 
and MBD-seq Data
Victor Jin, Ph.D., Assistant Professor, Department of Biomedical 
Informatics, The Ohio State University
This talk presents a novel algorithm based on a bi-asymmetric-Laplace model 
(BALM) to analyze both ChIP-seq and MBD-seq data. The algorithm was not 
only tested to achieve better accuracy on publicly available TF ChIP-seq data 
compared to other tools, but also applied to analyze MBD-seq data from 
breast cancer MCF7 cells. The results demonstrate the algorithm’s ability 









Bio-ITWorldExpo.com16

  eClinical Solutions for Clinical Trials and  
  Clinical Operations

Track 7

TUESDAY, APRIL 12
7:00 am Workshop Registration and Morning Coffee

8:00 - 4:00 pm Pre-Conference Workshops* 
*Separate Registration Required. See page 3 for details.

2:00 - 6:00 pm Main Conference Registration

4:00 Event Chairperson’s Opening Remarks
Cindy Crowninshield, Conference Director, Cambridge Healthtech Institute

4:05 Keynote Introduction	  Sponsored by
Chris Blessington, Life Sciences Solutions Architect, Isilon

4:15   Making the World’s Knowledge Computable
Stephen Wolfram, Ph.D., CEO, Wolfram Research; Creator of 
Wolfram|Alpha

Plenary
Keynote

5:00 Welcome Reception in the Exhibit Hall and Poster Viewing
**Drop off a business card at the CHI Sales booth for a chance to 
win 1 of 2 iPod®s! **Apple® is not a sponsor in the program. 

Wednesday, April 13
7:00 am Registration and Morning Coffee

8:15 Event Chairperson’s Opening Remarks
Phillips Kuhl, Co-Founder and President, Cambridge Healthtech Institute

8:20  Interacting with Complex Information Landscapes: 
Integration and Next Generation User Interfaces
Bryn Roberts, Ph.D., Global Head, Informatics, Pharma 
Research and Early Development, F. Hoffmann-La Roche Ltd.

Plenary
Keynote

9:00 Keynote Presentation & Benjamin Franklin Award

9:30 Coffee Break in the Exhibit Hall and Poster Viewing

Clinical Trial Data Integration
10:50 Chairperson’s Remarks

11:00 Efficient Integration and Analysis of Clinical Trial Data
Steve Sweeney, Head, Clinical Operations, Infinity 
Pharmaceuticals
Co-Developed with John Keilty, Vice President, Informatics, 
Infinity Pharmaceuticals     
Infinity’s integrated clinical systems, consisting of custom CTMS, 
Pharmacovigilance, EDC and a CDISC-compliant data warehouse enables 
the timely analysis of clinical data to meet strategic and tactical needs. The 
platform’s automated reporting and a progressive approach to data visualization 
and analysis has led to broad and effective use throughout the company. The 
team utilizes a variety of mechanism for data review, transforming all aspects 
of clinical operations and medical review. This approach to data integration and 
reporting has increased company-wide productivity while dramatically reducing 
the dependency on traditional programming efforts.

11:30 Merck/Schering-Plough Merger: R&D Master Data 
Harmonizing Program
Jennifer Teta, Program Director, IT, Merck
As Merck and Schering-Plough move forward to create one combined 
company, we are focusing on rationalizing the complex R&D Application 

Landscape to define and implement the New Merck Application Roadmap. 
Foundational to that roadmap is defining and implementing master data 
that will be utilized across research and research systems. This session will 
outline the approach utilized to assess, rationalize, define and, as necessary, 
implement Reference Data and Vocabularies in support of the New Merck 
Clinical environment. Topics to be covered include: Clinical Master Data 
Information Architecture and Modeling; Information and Program Governance 
& Stewardship; Solution Architecture and Planning; and Reference Data 
solution and Application Transition Planning.

12:00 pm Sponsored Presentation (Opportunity Available)
12:30 Luncheon Presentation (Sponsorship Opportunity 
Available) or Lunch on Your Own

EDC Implementation across Vendor  
and Internal Systems

1:40 Chairperson’s Remarks
Joan Chambers, COO, CenterWatch

1:45 Case Study: Data Integration across Multiple Vendor and 
Internal Platforms in Support of eClinical Trial Setup
Ramzi Najm, Vice President, R&D Information and Technology 
Management, Allergan
SOA integration of internal systems can be a challenge. When eClinical 
operations are distributed across multiple vendors’ SaaS platforms as well as 
internally managed applications, integration can present unique challenges. 
This discussion will review our unique SOA integration approach for internal 
and multiple external environments and share a case of collaboration across 
multiple stakeholders.

2:15 Case Study: Lessons Learned from EDC Implementation at 
the Dana Farber Cancer Institute
Marina Nillni, EDC Program Manager, Dana Farber Cancer Institute
This presentation will share the story of EDC implementation at the Cancer 
Center. Details to be shared include how the journey started and where we 
are today. Lastly, the presentation will summarize what we consider to be the 
key challenges and benefits.

2:45 Sponsored Presentation (Opportunity Available)

3:00 Utilizing SaaS-based Clinical Trial Operations 	  Sponsored by

 

 
Software to Optimize Clinical Development
Andrew Grygiel, Vice President, Marketing and 
Product Management, ClearTrial
Biopharmaceutical and medical device companies are turning to new types of 
software to accelerate clinical development while reducing IT infrastructure 
costs.  Attendees will discover how Clinical Trial Operations (CTO) software 
delivered as Software-as-a-Service (SaaS) is enabling study sponsors to 
reduce study cycle-times and costs—while maintaining study feasibility.

3:15 Refreshment Break in the Exhibit Hall and Poster Viewing

etrial Data Integration  
and Implementation

3:45 ImagEDC - Clinical Trial Imaging Integration Using Service-
Oriented Architecture, Grid Computing and Open Source
Stefan Baumann, Head, Imaging Infrastructure, Biomarker 
Development/Clinical Imaging, Novartis Pharma AG
Co-Developed with Josh C. Snyder, Imaging Infrastructure 
Expert, Biomarker Development/Clinical Imaging & Thierry Cladé, 
Solution Architect, IT & Automation, Novartis Pharma AG 
Novartis has released ImagEDC, an open source tool based on the National 
Cancer Institute’s grid computing platform “caGrid”. The software enables 
machine-to-machine integration between partners involved in a Clinical 
Imaging Trial. As a reference implementation for service-oriented architecture 
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  eClinical Solutions for Clinical Trials and  
  Clinical Operations

(SOA), and being free from license costs, ImagEDC can help to integrate both 
academic and commercial partners using a shared communication standard. 
Key advantages of the proposed SOA standard include archive federation to 
avoid large bulk data transfers. 

4:15 Sorting Out eTrial Solutions for the Clinical Operations 
Professional: Which is Right for You?
Adam Ruskin, Ph.D., D.V.M., M.P.H., Director, Clinical Operations, 
Emergent Biosolutions
With many eTrial solutions for various tasks now on the market, how does the 
Clinical Trial Manager decide what they really need for their trial? How does 
a company decide what technologies are needed to optimize their overall 
efficiency? With so many choices, decision points based on cost, performance 
and efficiencies need to be made. This presentation will help to sort out the 
ever growing variety of eSolutions for the Clinical Operations professionals 
who use these systems to help make informed technology-based decisions.

4:45 Sponsored Presentation (Opportunity Available)
5:15 Best of Show Awards in the Exhibit Hall

6:15 Exhibit Hall Closes

6:30 – 10:00 Best Practices Awards Reception & Dinner 

Thursday, April 14
8:45 am Event Chairperson’s Opening Remarks
Kevin Davies, Ph.D., Editor-in-Chief, Bio-IT World

8:50 KEYNOTE PANEL: 
Keynote Introduction 
A special plenary session featuring a series of succinct, 
forward-looking presentations by:
Ken Buetow, Ph.D., Associate Director, Bioinformatics and 
Information Technology, National Cancer Institute
Debra Goldfarb, Senior Director, Strategy, Microsoft
Martin D. Leach, Ph.D., Executive Director, MRL IT for 
Discovery & Pre-Clinical Sciences, Merck & Co. 
Mark Boguski, M.D., Ph.D., Founder, Resounding Health Incorporated
Jamie Heywood, Co-founder and Chairman, PatientsLikeMe
Yury Rozenman, Global Head of Marketing, Pharmaceutical 
and Life Sciences Sector, BT Global Services

Sponsored by

10:30  Coffee Break in the Exhibit Hall with Poster Competition

Leveraging Technology to Overcome 
Trial Complexity and Improve Efficiency

10:55 Chairperson’s Remarks

11:00 Rising Protocol Design Complexity and Its Impact on 
Clinical Trial Performance
Ken Getz, Senior Research Fellow, Assistant Professor, Tufts 
Center for the Study of Drug Development, Tufts University 
Medical School 
This session explores how protocol designs have changed during the past 
decade and discusses the dramatic negative impact that rising protocol 
complexity has on clinical trial cycle time, cost and efficiency. Variability by 
phase and therapeutic area will be presented with insights into targeted areas 
where protocol complexity is the highest and where it has grown the fastest. 
Sponsor approaches and technology solutions used to simplify and streamline 
protocol designs will also be discussed.

11:30 Structured Protocol Authoring: A Real-World Application of 
the BRIDG Model      
Sue Dubman, Ph.D., Senior Director, Global Biomedical 
Informatics, Genzyme

The development of the BRIDG model, a collaboration involving CDISC, 
HL7, NCI and FDA, has as its goal the creation of a shared view of the 
semantics for the domain of protocol-driven research and its associated 
regulatory artifacts. To date, however, there have been very few real world 
implementations of BRIDG. This presentation provides a case study on how 
Genzyme is using BRIDG as the backbone of a comprehensive architecture 
for topic-based structured content of the clinical study process, starting with a 
Structured Protocol Authoring capability.

12:00 pm The Application of Text Analytics to Drug Safety 
Surveillance     
James Weatherall, Ph.D., Global Lead, Biomedical Informatics, 
Clinical Information Management, AstraZeneca
This presentation will: Outline the fundamental challenges of conducting 
routine post-marketing surveillance on the published literature; Explain why 
the utilization of informatics approaches such as text analytics potentially 
addresses some of these challenges; Describe how an agile internal project 
succeeded in delivering a system to employ such an approach within 6 
months; Report on the business impact of the new system so far; Look ahead 
to possible future enhancements, and alternative applications of the approach.

12:30 Luncheon in the Exhibit Hall and Poster Viewing

2:00 Exhibit Hall Closes

CASE STUDIES IN HIT AND eCLINICAL  
FROM THE caBIG PERSPECTIVE

Solutions for Personalized Medicine and eClinical Solutions

(shared session between Tracks 7 and 8)

1:55 Chairperson’s Remarks

2:00 Creating a Research Infrastructure to	  
Presented by

 
 

Support Cancer Personalized Medicine
David Fenstermacher, Ph.D., Chair, Executive Director, 
Biomedical Informatics, H. Lee Moffitt Cancer Center and 
Research Institute
Sorena Nadaf, Director, Translational and Biomedical Informatics 
and CIO, Helen Diller Family Comprehensive Cancer Center 
Translational Informatics, University of California, San Francisco
Kenneth Buetow, Ph.D., Associate Director for Bioinformatics and 
Information Technology, National Cancer Institute 
The personalized medicine paradigm requires data liquidity so that information 
and knowledge can be freely exchanged among stakeholders at all stages of 
the bench-to-bedside continuum. In this approach to biomedicine, research and 
clinical care are seamlessly linked in a virtuous circle that enables the collection 
and analysis of information on clinical outcomes of large populations. This 
session will discuss how caBIG® technology is being leveraged to build and 
extend capabilities that will support a rapid learning system of healthcare.

USING HEATH RECORDS AND POINT-OF-CARE 
DATA TO ACCELERATE PATIENT RECRUITMENT 

3:00 Interactive Presentations and Panel Discussion 
David A. Krusch, M.D., Chief Medical Information Officer, 
University of Rochester Medical Center
Kathy Ciccone, Executive Director, Quality Institute, The 
Healthcare Association of New York State 
David Leventhal, Director, Healthcare Informatics, Pfizer
Jeff Kraut, Senior Vice President, Strategic Planning and 
Marketing, North Shore-LIJ Health System 
John Murphy, Dr.P.H., Head, Clinical Analytics, Quintiles

4:00 Conference Adjourns

Track 7 explores how to leverage technology to optimize speed, quality and cost of clinical trials.  Themes covered include best practices in data collection and 
analysis, systems integration across multiple vendor and internal platforms, clinical imaging, utilization of informatics for drug safety surveillance, and utilization 
of EHRs to accelerate patient recruitment. 
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  eHealth and HIT Solutions for   
  Personalized MedicineTrack 8

TUESDAY, APRIL 12
7:00 am Workshop Registration and Morning Coffee

8:00 - 4:00 pm Pre-Conference Workshops* 

*Separate Registration Required. See page 3 for details.

2:00 - 6:00 Main Conference Registration

4:00 Event Chairperson’s Opening Remarks
Cindy Crowninshield, Conference Director, Cambridge Healthtech 
Institute

4:05 Keynote Introduction	  Sponsored by
Chris Blessington, Life Sciences Solutions Architect, Isilon

4:15   Making the World’s Knowledge Computable
Stephen Wolfram, Ph.D., CEO, Wolfram Research; Creator of 
Wolfram|Alpha

Plenary
Keynote

5:00 Welcome Reception in the Exhibit Hall and Poster Viewing
**Drop off a business card at the CHI Sales booth for a chance  
    to win 1 of 2 iPod®s!
**Apple® is not a sponsor or participant in the program.. 

Wednesday, April 13
7:00 am Registration and Morning Coffee

8:15 Event Chairperson’s Opening Remarks
Phillips Kuhl, Co-Founder and President, Cambridge Healthtech 
Institute

8:20  Interacting with Complex Information Landscapes: 
Integration and Next Generation User Interfaces
Bryn Roberts, Ph.D., Global Head, Informatics, Pharma 
Research and Early Development, F. Hoffmann-La Roche Ltd.

Plenary
Keynote

9:00 Keynote Presentation & Benjamin Franklin Award

9:30 Coffee Break in the Exhibit Hall and Poster Viewing

DELIVERING CLINICALLY ACTIONABLE  
DATA TO THE PHYSICIAN AND BACK 

10:50 Chairperson’s Remarks

11:00 Connecting Patients, Providers and Payers
John D. Halamka, M.D., M.S., CIO, Harvard Medical School; CIO, 
Beth Israel Deaconess Medical Center; CIO, Harvard Clinical 
Research Institute 
Patient engagement provisions in recent federal regulations are encouraging 
patients to collect and manage their own healthcare data from clinicians 
offices, personal health records, and home devices. In this presentation, 
we’ll examine the emergence of novel patient sourced data sources and their 
implications for research and clinical trials.

1:30 ATHENA Breast Health Network: A Model Learning System 
to Improve Clinical Care and Research
Subha Madhavan, M.D., Director, Clinical Research Informatics, 

Oncology, Georgetown University
The ATHENA Breast Health Network (ATHENA) is a unique collaboration 
among the five University of California (UC) medical centers that will 
revolutionize the delivery of care by integrating research and clinical care in 
prevention, screening, treatment and management of breast cancer. Critical 
to the success of this program is a technology roadmap that is adapting and 
extending current open source and commercial tools to collect, aggregate 
and report patient reported data, point-of-care clinical data, pathologic and 
molecular data, and clinical decisions, and provide the engine for comparative 
effectiveness and integration of optimal practices into clinical care.

12:00 pm “Seeded” Cloud Computing 	  Presented by

 
  

Transformation in Cancer Research– A Case Study 
Krishna Sankhavaram, Director, Research IS & 
Technology Development, University of Texas, MD Anderson 
Cancer Center
Srikanth Venkata Seshu,  Worldwide Solutions Marketing 
Manager, HP StorageWorks
Learn how MD Anderson has strategically built one of the largest 
supercomputing centers of its kind in an academic research setting to service 
several next-generation sequencing laboratories in a centralized and virtualized 
private cloud environment.

12:30 Luncheon Presentation (Sponsorship Opportunity 
Available) or Lunch on Your Own

1:40 Chairperson’s Remarks

1:45 Delivering Scalable IT Support to Clinicians Practicing 
Personalized Medicine (60 min session)
Samuel J. Aronson, Executive Director, IT, Harvard Medical School 
& Partners Healthcare for Genetics and Genomics 
Heidi Rehm, Ph.D., FACMG, Laboratory Director, Molecular 
Medicine, Assistant Professor of Pathology, Harvard Medical School
The value of personalized medicine rests on enabling clinicians to use 
genetics to make better decisions.  In practice, as genetic testing becomes 
more complex and widespread, it will become increasingly difficult for 
clinicians to track which variants have been found in each of their patients 
and how these variants should impact the clinical decisions they make.   
Information technology can help solve this problem, but to be effective 
applications must enable new forms of integration between laboratories 
and treating clinicians.  In effect, genetic testing laboratories, clinical end 
users and IT need to work together to create support for new clinical 
processes and workflows that cannot exist without substantial IT support.  
In this presentation, we will discuss our experience designing, building and 
deploying these types of applications.

2:45 Sponsored Presentation (Opportunity Available)

3:15 Refreshment Break in the Exhibit Hall and Poster Viewing

3:45 Synergistic Patient and Research Knowledge Systems—An 
Enterprise Data Integration and Analysis Platform
Jomol Mathew, Ph.D., Director, Clinical and Translational 
Informatics, IS, Dana-Farber Cancer Institute
The Synergistic Patient and Research Knowledge System (SPARKS) 
establishes an enterprise informatics framework designed to accelerate 
scientific discoveries, and their translation into personalized medicine and 
clinical practice. SPARKS implements the policies, standards, systems, 
and tools that facilitate the collection, integration, mining, analysis, and 
interpretation of biomedical data.

4:15 Exploring Risk/Benefit Profiles of Medicines through Mining 
of Observational Data
Victor Lobanov, Director, Informatics & Pharmaceutical R&D, 
Johnson & Johnson Pharmaceutical
Observational healthcare databases, such as administrative claims and 
electronic health records, offer a wealth of information for analysis of 
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natural history of diseases, effectiveness of treatments, safety profiles of 
medications, and drug utilization trends. Several open-source analytics tools 
to perform such analyses have been created and are under investigation as 
part of the Observational Medical Outcomes Partnership, a public-private 
partnership between the pharmaceutical industry, academic institutions, non-
profit organizations, and federal agencies.

4:45 Sponsored Presentation (Opportunity Available)

5:15 Best of Show Awards in the Exhibit Hall

6:15 Exhibit Hall Closes

6:30 – 10:00  Best Practices Awards Reception & Dinner 

Thursday, April 14
8:45 Event Chairperson’s Opening Remarks
Kevin Davies, Ph.D., Editor-in-Chief, Bio-IT World

8:50 KEYNOTE PANEL: 
Keynote Introduction 
A special plenary session featuring a series of succinct, 
forward-looking presentations by:
Ken Buetow, Ph.D., Associate Director, Bioinformatics and 
Information Technology, National Cancer Institute
Debra Goldfarb, Senior Director, Strategy, Microsoft
Martin D. Leach, Ph.D., Executive Director, MRL IT for 
Discovery & Pre-Clinical Sciences, Merck & Co. 
Mark Boguski, M.D., Ph.D., Founder, Resounding Health Incorporated
Jamie Heywood, Co-founder and Chairman, PatientsLikeMe
Yury Rozenman, Global Head of Marketing, Pharmaceutical 
and Life Sciences Sector, BT Global Services

Sponsored by

10:30  Coffee Break in the Exhibit Hall with Poster Competition

HEALTHCARE INFORMATICS AND  
PERSONALIZED MEDICINE FROM  

THE PHARMACEUTICAL PERSPECTIVE
10:55 Chairperson’s Remarks

11:00 eHealth: A Transformative Opportunity for Pharma
Chris L. Waller, Ph.D., Senior Director, HealthCare Informatics, 
Medical Business Technology, Pfizer, Inc.
Advances in health information technology (HIT) present the pharmaceutical 
industry with many innovative opportunities that promise to transform 
business processes across the research, development, commercial, and 
medical continuum. For over a decade, Pfizer has recognized the potential of, 
and supported advances in, HIT. At Pfizer, a cross-disciplinary eHealth team 
comprising representatives from Corporate Strategy and Innovation, Business 
Technology, Business Development, and Policy has been created to identify, 
evaluate, and implement HIT-enabled business changes.

11:20 Using HIT Health IT to Breakdown Geographic and Social 
Barriers and Advance Personalized Medicine and Drug R&D 
Eric D. Perakslis, Ph.D., Vice President, Research & Development 
IT, Johnson & Johnson Pharmaceuticals Research and 
Development
Despite years of technological progress and an unprecedented push for EMRs 
via government stimulus, few successful examples of eHealth business 
models exist.  The basic abilities to reach wider patient audiences, aggregate 
medical data, identify patient populations at need/risk and to provide a 
healthcare collaboration platform across public, private and NGO boundaries 
are within reach and must be realized.

11:40 Healthcare Technologies to Enable Health@Home 
Adel Laoui, Ph.D., M.B.A., Director, Healthcare Technologies, 

Aging Therapeutic Strategic Unit, Sanofi-Aventis U.S.
This presentation will address the new opportunities arising for the aging 
business, ranging from solutions for drug administration to ensure treatment 
adherence, to diagnostics & labs “@ home” to minimize travel to the medical 
facility, to telemedicine for prevention, and to “smart homes” integrating 
all these technologies. All of these needed healthcare technology solutions 
require an unprecedented effort to consolidated a much segmented market 
and develop a vision of a true integrated and diversified healthcare system.

12:00 Enabling Secondary Uses of EMR: The Quality Stack
Gary Keith Mallow, Ph.D., Director, Health Information 
Technology, Merck & Co., Inc. 

12:30 Luncheon in the Exhibit Hall and Poster Viewing

2:00 Exhibit Hall Closes

CASE STUDIES IN HIT AND eCLINICAL  
FROM THE caBIG PERSPECTIVE

Solutions for Personalized Medicine and eClinical Solutions

(shared session between tracks 7 and 8)

1:55 Chairperson’s Remarks

2:00 Creating a Research Infrastructure to	  
Presented by

 
 

Support Cancer Personalized Medicine
David Fenstermacher, Ph.D., Chair, Executive Director, 
Biomedical Informatics, H. Lee Moffitt Cancer Center and 
Research Institute
Sorena Nadaf, Director, Translational and Biomedical Informatics 
and CIO, Helen Diller Family Comprehensive Cancer Center 
Translational Informatics, University of California, San Francisco
Kenneth Buetow, Ph.D., Associate Director for Bioinformatics and 
Information Technology, National Cancer Institute 
The personalized medicine paradigm requires data liquidity so that information 
and knowledge can be freely exchanged among stakeholders at all stages 
of the bench-to-bedside continuum. In this approach to biomedicine, 
research and clinical care are seamlessly linked in a virtuous circle that 
enables the collection and analysis of information on clinical outcomes of 
large populations. This session will discuss how caBIG® technology is being 
leveraged to build and extend capabilities that will support a rapid learning 
system of healthcare.				  

USING HEATH RECORDS AND POINT-OF-CARE 
DATA TO ACCELERATE PATIENT RECRUITMENT 

3:00 Interactive Presentations and Panel Discussion 
The Partnership to Advance Clinical electronic Research (PACeR) is a broad-
based health care collaborative that is led by the Healthcare Association of 
New York and comprised of New York State hospitals, healthcare providers, 
patients and pharmaceutical and technology companies.  Since its inception 
in early 2010, PACeR has been working to identify new approaches for the 
collection and use of clinical information to accelerate evidence-based medical 
research. Its long-range goal is to improve the delivery and outcomes of 
patient care by effectively and efficiently leveraging electronic clinical data for 
research-related activities through a sustainable model.

David A. Krusch, M.D., Chief Medical Information Officer, 
University of Rochester Medical Center
Kathy Ciccone, Executive Director, Quality Institute, The 
Healthcare Association of New York State 
David Leventhal, Director, Healthcare Informatics, Pfizer
Jeff Kraut, Senior Vice President, Strategic Planning and 
Marketing, North Shore-LIJ Health System 
John Murphy, Dr.P.H., Head, Clinical Analytics, Quintiles

4:00 Conference Adjourns

Track 8 explores the integration of life sciences, IT and general healthcare to support the care delivery process and innovative R&D of next generation health 
IT and personalized medicine solutions. Themes covered include EHRs and their impact on R&D, translational medicine, the development of companion 
diagnostics, integrating clinical data with genomic data, and technology tools to support the care delivery process.  
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TUESDAY, APRIL 12
7:00 am Workshop Registration and Morning Coffee

8:00 - 4:00 pm Pre-Conference Workshops* 

*Separate Registration Required. See page 3 for details.

2:00 - 6:00 Main Conference Registration

4:00 Event Chairperson’s Opening Remarks
Cindy Crowninshield, Conference Director, Cambridge Healthtech 
Institute

4:05 Keynote Introduction	  Sponsored by
Chris Blessington, Life Sciences Solutions Architect, Isilon

4:15   Making the World’s Knowledge Computable
Stephen Wolfram, Ph.D., CEO, Wolfram Research; Creator of 
Wolfram|Alpha

Plenary
Keynote

5:00 Welcome Reception in the Exhibit Hall and Poster Viewing
**Drop off a business card at the CHI Sales booth for a chance  
    to win 1 of 2 iPod®s!
**Apple® is not a sponsor or participant in the program. 

Wednesday, April 13
7:00 am Registration and Morning Coffee

8:15 Event Chairperson’s Opening Remarks
Phillips Kuhl, Co-Founder and President, Cambridge Healthtech 
Institute

8:20  Interacting with Complex Information Landscapes: 
Integration and Next Generation User Interfaces
Bryn Roberts, Ph.D., Global Head, Informatics, Pharma 
Research and Early Development, F. Hoffmann-La Roche Ltd.

Plenary
Keynote

9:00 Keynote Presentation & Benjamin Franklin Award

9:30 Coffee Break in the Exhibit Hall with Poster Viewing

Collaborative Drug Discovery
10:50 Chairperson’s Remarks	  Sponsored by
Yuriy Gankin, Ph.D., Co-Founder, CSO, GGA 
Software Services

11:00 The Pistoia Alliance: Pre-Competitive 
Collaborations in Research Informatics
Ramesh Durvasula, Ph.D., Director, Chemistry Informatics, 
Bristol-Myers Squibb, and Board Member, Pistoia Alliance
The Pistoia Alliance has been working hard to establish several standards in 
areas as diverse as e-notebooks, scientific literature, and sequence services. 
This presentation will provide an update on the progress of Pistoia, and 
highlight opportunities for attendees to participate in current and emerging 
standardization efforts.

11:30 Collaborative Virtual Organization & Infrastructure for Anti-
Malarial Drug Design
Barry Hardy, Ph.D., Project Coordinator, Scientists Against 
Malaria and SYNERGY
The Scientists Against Malaria consortium is a virtual drug discovery 
organization collaborating on target selection and modeling, protein expression 
and assay development, computational drug design, and screening. Supported 
by developments on the EU FP7 funded SYNERGY and OpenTox projects, a 
combination of interoperable information systems, ontologies and web services 
were designed and deployed to manage the data, documents, computational 
and assay results, activity and toxicology predictions, as well as dashboards to 
track project progress and to support decision making.

12:00 Sponsored Presentation	  Sponsored by

Speaker to be Announced

12:30 Luncheon Presentation	 Sponsored by

Speaker to be Announced

1:40 Multi-User/Multi-Touch Real-Time Collaboration Tools for 
Drug Discovery Scientists
Steve Guise, Global Head Scientific I.S. & Center Head Basel, 
Pharma Research & Early Development Informatics, Roche
Roche has developed multi-user, real-time collaboration tools using Perceptive 
Pixel’s innovative multi-touch technology to support decision making within drug 
discovery project team. The first application allows for the visualization of chemical 
and biological data in novel ways facilitating real-time decision capture. A second 
proof-of-concept application  enables multiple users to simultaneously visualize and 
interact with networks of semantically integrated data. Both applications represent 
a new way of working that can be best described as “Team Computing”. 

Translational Informatics and  
Knowledge Management

2:10 Chairperson’s Remarks

2:15 The Translational Medicine Ontology: Driving Personalized 
Medicine by Bridging the Gap from Bedside to Bench
Susie Stephens, Ph.D., Director, In Silico Immunology, Centocor 
Research & Development
The Translational Medicine Ontology provides terminology that bridges diverse 
areas of translational medicine from bedside to bench. An overview of the 
ontology will be provided along with a demonstration of its utility through 
question answering over a prototype knowledge base composed of sample 
patient data integrated with linked open data.

2:45 pm Converting Data Overload into Data Assets:	  Sponsored by 
The Enabling Role of High Context Data 
Management for R&D
Paul Denny-Gouldson, Ph.D., Vice President, 
Translational Research, IDBS
Clinical, ‘omic, CRO and validated data are true capital assets of pharmaceuticals 
R&D.  Agile progression from target to candidate requires the orchestration of 
diverse scientific disciplines, each generators and consumers of data. Instant 
access across this entire data landscape is now a must-have capability for 
speeding innovative products to market.

3:00 Sponsored Presentation (Opportunity Available)

3:15 Refreshment Break in the Exhibit Hall and Poster Viewing
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3:45  Driving a Linked Data Framework with Semantic Wikis 
Laurent Alquier, Ph.D., Project Lead, Pharma R&D Informatics, 
Johnson & Johnson Pharmaceutical Research & Development
Semantic Wikis have matured to become much more than wikis. Recent 
advances in Semantic MediaWiki make it an ideal, low cost platform for 
data integration and authoring of Linked Data. A practical example applied to 
translational research will be provided. 

4:00 SEEK and You Will Find …
Bo Yang, Senior Manager, Knowledge Management Program, 
Global Manufacturing Business Technology, Pfizer, Inc.
A tremendous amount of experimental information and scientific knowledge 
has been locked or lost in semi-structured and unstructured data silos in today’s 
pharmaceutical industry. Enterprise search engines do not understand scientific 
terms and objects embedded in the contents. This presentation will discuss a 
scientifically aware search implementation at Pfizer leveraging enterprise search 
platform. The scope of the document indexing process is expanded to cover 
embedded chemistry objects and terms such as common chemical names, 
corporate IDs, SMILES, and InChIs from unstructured content repositories. 

4:15 PharmaConnect: Connecting Knowledge from the Lab, 
Literature and Clinic
Bryan Takasaki, Ph.D., IS Informatics Science Director, 
AstraZeneca
The Knowledge Engineering initiative within AstraZeneca has recently 
delivered the first version of a platform and interface (PharmaConnect) 
that integrates internal and external evidence for connections between 
key concepts such as targets, pathways, compounds, diseases and clinical 
outcome. This talk will describe the impact of this new platform and lessons 
learned during its development.

4:45 Sponsored Presentation (Opportunity Available)

5:15 Best of Show Awards in the Exhibit Hall

6:15 Exhibit Hall Closes

6:30 – 10:00 Best Practices Awards Reception & Dinner 

Thursday, April 14
8:45 Event Chairperson’s Opening Remarks
Kevin Davies, Ph.D., Editor-in-Chief, Bio-IT World

8:50 KEYNOTE PANEL: 
Keynote Introduction 
A special plenary session featuring a series of succinct, 
forward-looking presentations by:
Ken Buetow, Ph.D., Associate Director, Bioinformatics and 
Information Technology, National Cancer Institute
Debra Goldfarb, Senior Director, Strategy, Microsoft
Martin D. Leach, Ph.D., Executive Director, MRL IT for 
Discovery & Pre-Clinical Sciences, Merck & Co. 
Mark Boguski, M.D., Ph.D., Founder, Resounding Health Incorporated
Jamie Heywood, Co-founder and Chairman, PatientsLikeMe
Yury Rozenman, Global Head of Marketing, Pharmaceutical 
and Life Sciences Sector, BT Global Services

Sponsored by

10:30  Coffee Break in the Exhibit Hall with Poster Competition

Information Sharing Platform
10:55 Chairperson’s Remarks

11:00 How to Turn a Model-T eLabNotebook into a Sleek Tesla
Martin D. Leach, Ph.D., Executive Director, IT for Discovery & Pre-
Clinical Sciences (DPS), Merck & Co. 
The prevailing model in large pharmaceutical companies to drive down cost 
and leverage external innovation is to use COTS software platforms. Without 

heavy customization, you are at the mercy of the underlying software and 
database architecture that comes with these products. With increased 
deployment of our chosen eLabNotebook we hit a performance wall due to 
the underlying structure of the software. To overcome performance issues we 
leveraged a third party platform that supercharged the transactional system 
and transformed this platform into an information sharing environment. 

11:30  Talk Title to be Announced 			    Presented by

12:00 pm Sponsored Presentation (Opportunity 
Available)

12:30 Luncheon in the Exhibit Hall and Poster Viewing

2:00 Exhibit Hall Closes

New Paradigm in Drug Discovery
1:55 Chairperson’s Remarks

2:00 “Bioactivity Profile” Prediction - From Single to Multiple 
Targets Using Computational Supporting Methods
Andreas Bender, Ph.D., Lecturer for Molecular Informatics, 
Department of Chemistry, University of Cambridge
The prevalent paradigm that drugs should be selective has been changed 
recently to the ‘selective promiscuity’ approach - that the right combination 
of targets hit is most promising. In this talk we present proteochemometrics’ 
methods which consider data from both the ligand and target side to 
predict bioactivity profiles of compounds across sets of targets. In addition, 
prospective validations on NNRTI and GPCR datasets will be presented.

2:30 Chemical and Biological Features of Polypharmacology and 
Promiscuity
Florian Nigsch, Ph.D., Presidential Postdoctoral Fellow, Novartis 
Institutes for BioMedical Research 
The idiosyncratic use of “polypharmacology” and “promiscuity” incited us 
to analyze a vast number of compound–protein relations and corresponding 
target families. A forcefully simplistic model was able to reasonably accurately 
attribute compounds to either group. Moreover, we analyzed the differences 
in cellular responses (mRNA levels) to compounds in each group to further 
delineate the two.

3:00 Identifying Macrocycles as Protein-Protein Inhibitors Using 
Bioinformatic Analysis of DNA Programmed Chemistry (DPC) 
Libraries
Nathan Walsh, Ph.D., Director, Informatics and IT, Ensemble 
Therapeutics Corporation
This talk will focus on the processing and interpretation of the data generated 
using DPC libraries of synthetic macrocycle drugs, called Ensemblinstm.  
Ensemblins, with their unique chemical and biological properties, are a new 
class of drugs in the emerging therapeutic space between small molecules 
and biologics. As a therapeutic discovery company we are interested in 
disease pathways where the targets are considered undruggable with current 
small molecules.

3:30 The Resurgence of Covalent Drugs and Their Potential as 
Novel Targeted Therapies
Juswinder Singh, Ph.D., Founder and CSO, Avila Therapeutics, Inc. 
Targeted therapies have revolutionized cancer treatment. Despite this, 
there is significant need for further chemical and computational innovation 
to improve potency, selectivity and drug resistance profiles for targeted 
therapies to make them more effective. This talk will review the potential 
for computationally designed targeted covalent drugs to overcome these 
limitations to current therapies. 

4:00 Conference Adjourns

Track 9 will explore innovative methods, approaches and technologies that pharmaceutical and biotechnology organizations are utilizing for collaborative drug 
design, knowledge management and translational medicine. New paradigms in drug discovery will also be addressed.
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HOTEL & TRAVEL 
Conference Venue:  
Seaport World Trade Center
200 Seaport Boulevard, Boston, MA 02210

Host Hotel: 
Seaport Hotel (Located directly across the street)

One Seaport Lane, Boston, MA 02210
T: 617-385-4000 • F: 617-385-4001

Discounted Room Rate:  $234  s/d
Discounted Room Rate Cut-off Date: March 18, 2011 

Please visit our website to make your reservations online or you may also call 
the hotel directly to reserve your sleeping accommodations. Identify yourself 
as a Cambridge Healthtech Institute conference attendee to receive the 
discounted room rate. Reservations made after the cut-off date or after the 
group room block has been filled (whichever comes first) will be accepted on a 
space and rate availability basis. Rooms are limited, so please book early.
For information on parking, directions to the Seaport World Trade Center, 
airport transportation, and visiting Boston and New England,  
visit www.Bio-ITWorldExpo.com.

Flight Discounts: 
To receive a 5% or greater discount on all American Airline flights please use 
one of the following methods: 

•	 Call 1-800-433-1790 use Conference code 8941AV 

•	 Go to www.aa.com enter Conference code 8941AV in promotion discount box

•	 Contact Wendy Levine, Great International Travel  1-800-336-5248 ext. 137
Car Rental Discounts:
Special discount rentals have been established with Hertz for this con-
ference. Call Hertz directly at 800-654-3131 and reference our Discount 
Number 04KL0002. 

Media Partners
Official Publication:  Lead Sponsoring Publications:  

 

                    
 

                     

Sponsoring Publications: 
 

       
INTERNATIONAL

              
 
 
 

                    

Web Partners: 
 

      

    
 

         

Sponsoring Societies: 
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   Sponsorship & Exhibit Information

2011 exhibitors (As of December 1, 2010)

Your sponsorship provides you with the opportunity to promote your company’s 
solutions to this targeted and hard to reach audience. Custom designed 
sponsorship programs enable you to competitively position your company as a 
thought leader in biotech and pharma industries, while collecting quality leads 
in formal and informal settings. CHI sales managers work with you to shape a 
Sponsorship program that suits your company’s strategic sales and business 
development objectives.

Benefits of Exhibiting & Sponsoring
•	 Bio-IT World is the only life sciences conference that focuses on enabling  

technologies for predictive biology.

•	 Access to highly influential audience consisting of senior level scientists,  
IT professionals and executives from organizations across the life sciences 
industry including pharmaceutical, biotechnology, health systems, academia, 
government, national laboratories, and niche service providers.

•	 The Best of Show offers exhibitors an exclusive opportunity to distinguish their 
new products from the competition. Judged by a joint team of Bio-IT World 
magazine editors and leading industry experts in the Exhibit Hall, this awards 
program will identify exceptional innovation in new product technologies used 
by life science professionals today. Deadline for entry is February 18, 2011 so 
reserve your booth space today! 

•	 Benefit from dedicated exhibit hours designed to promote traffic in the exhibit hall.

Sponsorship Opportunities Include:
Bio-IT World  delivers a focused and progressive audience consisting of IT 
professionals and executives from major pharmaceutical and biotechnology 
companies responsible for identifying and implementing the strategies and 
technologies that drive their business. Bio-IT World Conference & Expo is the 
only major event that focuses on the integration of technology for research, drug 
discovery and clinical trials. Participating as a sponsor provides your company with 
the opportunity to demonstrate your products and services to this targeted and 
otherwise hard to reach market.

SPONSORED PRESENTATIONS
Whether you are presenting an exciting new technology, preparing for a new 
product launch, or requesting feedback on a specific idea, this conference offers 
the perfect platform for you to present in front of your target audience. Podium 
presentations during the main conference program allow you to present for 15-30 
minutes and ensure your audience is seated and ready to hear your talk.

LUNCHEON PRESENTATIONS
Perfect for product launches, luncheon workshops allow you to present your latest 
technology or solution for 30 minutes while session attendees enjoy lunch provided 
on your company’s behalf. Your talk is concluded with 15 minutes of Q&A.

FOCUS GROUPS 
CHI will deliver 7-10 pre-qualified participants and provide the venue for your market 
research focus group.

KEYNOTE INTRODUCTIONS & CHAIR DROPS 
A 10-minute corporate introduction immediately precedes a major keynote 
presentation, plus your company literature will be distributed on all chairs in the 
keynote room. A sure way to deliver your message and make a lasting impression!

USER GROUP MEETINGS 
Co-locate your user group meeting with Bio-IT World Conference & Expo. CHI will 
help market the event, manage logistical operations, develop the agenda, and more. 
CHI can handle the entirety of the meeting, or aspects of your choosing.

Other Promotional Opportunities Include:

•	 Exhibit Hall Reception
•	 Hotel Room Drop
•	 Internet & Message Center Sponsor
•	 Keynote Sponsorship
•	 Registration Area Sponsor

•	 Show Guide Advertising
•	 Show Guide – Bottom Stripe
•	 Tote Bag Insert
•	 Chair Drop in Session Room

 New for 2011

BEST PRACTICES AWARDS DINNER SPONSOR
•	 Increase your company’s presence at Bio-IT World’s  

premier awards event.

•	 Collect qualified sales leads. 

•	 Position your company with the best practices in the industry. 

•	 Develop relationships with key organizations and life science 
professionals involved in clinical trials and research, IT and Infor-
matics, as well as drug discovery and development.

BEST OF SHOW AWARDS
The Best of Show Awards offer exhibitors an exclusive opportunity to  
distinguish their new products from the competition. Judged by a joint 
team of Bio-IT World magazine editors and leading industry experts, 
this awards program will identify exceptional innovation in new prod-
uct technologies used by life sciences professionals today. Judging 

and the announcement of winners is conducted live in the Exhibit Hall. To learn 
more about this program and submission deadlines, please contact  Demetrios 
Louloudes at 781-972-5445 or email dlouloudes@healthtech.com.

For the first time ever, the BioIT World Conference & Expo will feature a New Product Pavilion. The New Product Pavilion is the place for exhibitors 
to introduce and promote your new product to conference attendees. CHI will promote the New Product Pavilion in our pre-show promotions, 
on our website, as well as on on-site.  The Pavilion is complimentary to all exhibitors.  Paticipants in the New Product Pavilion will automatically 
be entered in the Best of Show Awards program. For more information please contact Demetrios Louloudes at 781-972-5445 or 
dlouloudes@healthtech.com
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Accelerated Technology    
 Laboratories, Inc.
Accelrys 
Accunet Solutions, Inc. 
Aspera, Inc. 
Bioinformatics.org
BIOTEAM 
Blue Arc Corporation
BT Global Services 
caBIG
Cambridge Semantics
CambridgeSoft
ChemAxon 
CLC bio

ClearTrial 
Core Informatics
Cycle Computing 
DataDirect Networks 
Dataworks Development, Inc. 
Denodo Technologies 
DNASTAR, Inc. 
ePharmaSolutions
Genedata AG 
Geneious Software 
Genologics 
GGA Software Services 
Hewlett Packard 

IDBS
International Society for  
 Computational Biology (ISCB)
Isilon Systems
Japan Bioinformatics KK 
LabAnswer 
LabCentrix, LLC
Labvantage 
Linguamatics
MassBio 
MaxisIT, Inc. 
Medidata Solutions 
Microsoft
Microway, Inc. 

Molecular Connections Pvt Ltd 
NextBio 
Omixon
Openeye
Optibrium Ltd
ParaScale 
Partek, Inc. 
Parthys Reverse Informatics 
Perceptive Informatics 
PSSC Labs 
Quantum 
Quosa
Raid, Inc. 

Rescentrics, Inc.
Ruro, Inc.
Schrödinger, LLC
SciEngines GmbH
SGI 
Simulations Plus, Inc. 
Strand Life Sciences
The Microsoft Research –   
 University of Trento Centre for  
 Computational and Systems  
 Biology
Thomson Reuters 
Wolfram Research, Inc.

For Sponsorship and Exhibit Information, please contact:  
Angela Parsons, Vice President, Business Development: 781-972-5467 • aparsons@healthtech.com 

Sponsoring Societies: 
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